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ABSTRACT
The genomic full-length sequence of the HLA-DRB1*14:84 allele was identified using a PacBio sequencing approach from China.

Here, we present the first genomic full-length sequence of the 
HLA-DRB1*14:84. The sequence was detected in a bone mar-
row donor from the China Bone Marrow Bank. As of April 
2025, a total of 3,825 HLA-DRB1 alleles have been identified 
and included in the IPD-IMGT/HLA Database [1]. The HLA-
DRB1*14:84 allele was first detected in a Taiwanese individual 
in 2009 and assigned the GenBank/ENA accession number 
FJ594768. But the sequence only covered exon 2 and partial CDS 
of DRB1*14:84. We here report the 13,398 bp full-length genomic 
sequence of HLA-DRB1*14:84 using PacBio sequencing meth-
ods, a third-generation sequencing platform. The testing was 
conducted with the informed consent of the donor. In brief, the 
library was added to the sequencing chip and sequenced using a 
PacBio Sequel II high-throughput gene sequencer. Subsequently, 
we used the official PacBio software, Circular Consensus 
Sequencing (CCS), to process the HiFi data. Then we parti-
tioned the library based on the presence or absence of barcodes. 
Following this, we conducted backposting, mutation detection, 
clustering, typing, and haplotype verification of the results [2]. 
Finally, the full-length sequence of the HLA-DRB1*14:84 allele 
was confirmed.

The sequence of DRB1*14:84, a total of 13,398 bp in length, in-
cluding the sequence of the 5′-upstream region, all introns, and 
exons 1, 3, 4, 5, and 6, is first reported here. Compared with 
DRB1*14:05:01:02, there are several nucleotide changes not 

only in exons but also in introns. The changes in exons are con-
centrated in exon 2, including T>C at nucleotide 8644 (codon 
GCT>GCC, synonymous mutation), G>A at nucleotide 8677 
(codon GAG>GAA, synonymous mutation), C>G at nucleotide 
8678, G>A at nucleotide 8679, G>C at nucleotide 8680 (codon 
CGG>GAC, Arginine 99 to Aspartic Acid), G>C at nucleotide 
8690, A>T at nucleotide 8691 (codon GAG>CTG, Glutamic Acid 
103 to Leucine) and T>C at nucleotide 8704 (codon TAT>TAC, 
synonymous mutation). The changes within introns include one 
nucleotide (T) insertion after nucleotide 3073 of intron 1 and two 
nucleotides (GT) insertion after nucleotide 8851 of intron 2, see 
Figure 1. The complete HLA typing of the donor is as follows: 
HLA-A*02:01:01G, 02:03:01G; -B*13:01:01G, 38:02:01G; -C*03:04, 
07:02; -DRB1*14:84, 15:BNK; -DQB1*05:01, DQB1*05:03.

The full-length nucleotide sequence of this allele has been sub-
mitted to GenBank, the accession number is PV208187, and 
to the IPD-IMGT/HLA Database in March 2025, the acces-
sion number HWS10100607. The name was officially assigned 
by the World Health Organisation (WHO) Nomenclature 
Committee for Factors of the HLA System in January 2009. 
This follows the agreed policy that, subject to the conditions 
stated in the most recent Nomenclature Report [3], names 
will be assigned to new sequences as they are identified. Lists 
of such new names will be published in the following WHO 
Nomenclature Report.
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FIGURE 1    |    Alignment of the sequence of DRB1*14:84 with the sequence of DRB1*14:05:01:02. Dashes indicate nucleotide identity with the 
DRB1*14:05:01:02 sequence. The pipes indicate the exon and intron boundaries.
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