'.) Check for updates

HLA WILEY
HLA

Immune Response Genetics

I NEW ALLELE ALERT

Characterisation of the Novel HLA-C*07:1179 Allele by
PacBio Sequencing
Yanbo Nie! | Yue Hou! | Chuting Zhao! | Yani Lin! @ | Kun Ru!?

1Sino-US Diagnostics Lab, Tianjin Enterprise Key Laboratory of AI-Aided Hematopathology Diagnosis, Tianjin, China | 2Department of Pathology and Lab
Medicine, Shandong Cancer Hospital, Jinan, Shandong, China

Correspondence: Kun Ru (502883920@qq.com)
Received: 17 September 2025 | Revised: 18 September 2025 | Accepted: 18 September 2025

Keywords: HLA-C*07:1179 | new allele | PacBio sequencing

ABSTRACT
HLA-C*07:1179 differs from HLA-C*07:02:01:01 by one nucleotide substitution at position 710 in exon 4.

We report here the identification of a novel HLA-C allele, now HLA-B, HLA-C, HLA-DRBI1, HLA-DQB1 and HLA-DPB1 were
named HLA-C*07:1179, that was identified by PacBio's Single amplified with locus-specific primers. Next, SMRT sequenc-
Molecule Real-Time (SMRT) sequencing (PacBio, Menlo Park, ing of the amplicons was carried out using the PacBio Sequel
CA, USA) in a sample from a Chinese haematopoietic stem cell IT Platform, while readings were analysed by PB AMPLICON
donor. ANALYSIS (PBAA) software (Version 1.0.3).

Genomic DNA was isolated from a peripheral blood sample The donor was found to have the following HLA typing:
using commercial kits (Tiangen Biochemical Technology Co.  A*02:01, 11:01; B*40:01, 15:01; C*07:1179, 08:01; DRBI*04:03,
Ltd., Beijing, China). Full-length gene segments of HLA-A, 12:01; DQBI*03:01, 03:02; DPB1*05:01, 05:01.
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C*07:1179 e e et
AA Codon 210 215 220 225 230
C*07:02:01:01 TTC TAC CCT GCG GAG ATC ACA CTG ACC TGG CAG CGG GAT GGG GAG GAC CAG ACC CAG GAC ACC GAG CTT GTG GAG
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C*07:02:01:01 ACC AGG CCA GCA GGA GAT GGA ACC TTC CAG AAG TGG GCA GCT GTG GTG GTG CCT TCT GGA CAA GAG CAG AGA TAC
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C*07:02:01:01 ACG TGC CAT ATG CAG CAC GAG GGG CTG CAA GAG CCC CTC ACC CTG AGC TGG G
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FIGURE 1 | | Comparison of the exon 4 sequences of the HLA-C*07:02:01:01 and HLA-C*07:1179 alleles. The exon 4 sequences are shown in
codons, numbered above. One nucleotide substitution in codon 213 present in HLA-C*07:1179 distinguishes it from the HLA-C*07:02:01:01 allele.
Identity between the two sequences is should with dashes ().
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Using the IPD-IMGT/HLA 3.58 Database [1], the novel HLA-
C*07:1179 allele has one nucleotide change when compared to
the C*07:02:01:01 allele at nucleotide 710 located in exon 4. The
observed nucleotide substitution produced a non-synonymous
variation from T to C at nucleotide 710, in codon 213 (ATC
vs. ACC), resulting in a change from Isoleucine to Threonine
(Figure 1).

The sequence of the new HLA-C*07:1179 allele was submitted to
the GenBank database (Accession No. PQ768536) and the IPD-
IMGT/HLA Database (Accession No. HLA42422).

The name C*07:1179 has been officially assigned by the WHO
Nomenclature Committee for Factors of the HLA System in
January 2025. This follows the agreed policy that, subject to the
conditions stated in the most recent Nomenclature Report [2],
names will be assigned to new sequences as they are identified.
Lists of such new names will be published in the following WHO
Nomenclature Report.
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